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Dear Dr. Satoru Miyano Tue, 08 Jul 2014 09:26:52 -0400

Greetings!
Macrogen, one of the exhibitors at the TCGC in San Francisco, CA, has been the

corporate partner of choice on genomic sequencing for many academic and
commercial organizations.

EbES /L —HIIT AN T1000K LT
Human Whole Genome Sequencing (hWGS) starting at $1,000!!

Macrogen is one of the few organizations in the US that offers CLIA and/or
research hWGS services using the latest technology from lllumina, the HiSeqX
Ten platform. Our turnaround time is four weeks or less.

We look forward to having the pleasure of personally speaking with you more.
Please feel free to contact us if you would like to obtain more technical information
or specific pricing for services. Have a great week!

Sincerely,

Susan Chung

Marketing Manager
Macrogen Clinical Laboratory
1330 Piccard Drive Suite 205
Rockville, MD 20850

Tel. 301) 637 - 9023
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The Cancer Genome Atlas b

Insights from Genomic Approaches

Functional classes

THe Cancer GEnOME ATLas’

1ST ANNUAL SCIENTIFIC SYMPOSIUM: Protein and lipid kinases BRAF (melanoma), PIK3CA (breast), PIK3R1 (GBM),
Enabling Cancer Research Through TCGA EGFR (lung), FGFR2 (endometrial)
November 17.18,2011 JAK2 (myeloproliferative)
T i Tarat Mo e Lineage survival genes  MITF (melanoma), NKX2-1 (lung), SOX9 (colon)

SOX2 (squamous lung and esophagial).

(4 © il s=

Epigenetic regulators DNMT3A (AML). EZH2 (DLBCL). UTX (many). MLL2/3
Metabolic enzymes IDH1/2 (GBM and others)
TCGA: 20055 (4. :hi’@(:ﬁfﬁfﬁ'{lSOM$0)Eﬁ3’{§ RNA splicing factors SRSF2, SF3B1, ZRSR2, U2AF1 (MDS),
SF3B1 (sideroblastic anemia, CLL)
Translocations ERG (prostate), ALK (lung)
Surprises
Notch Oncogene (T-ALL) and tumor suppressor (squamous)
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http://www.crainsnewyork.com/article/20140319/HEALTH_CAR
E/140319845/ibms-watson-joins-genome-center-to-cure-cancer

New York Genome Center
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GENOME CENTER

* |IBM Watson Oncologist
“Watson helplng oncologists treat cancer
patients” <N

|~ % Memorial Sloan-Kettering

= : Cancer Center
> The Best Cancer Care. Anywhere,

« MD Anderson’s Oncology Expert Advisor
“Watson closing the loop of clinical trials,
patient care, and treatment development”
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Making Cancer History”
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